ABSTRACT Here, we sequenced Duganella sp. strain DN04, a novel species within the genus Duganella that was isolated from a maize field in North Carolina. The assembled draft genome size is 6,562,230 bp, with a total of 6,039 protein coding sequences and 3,889 functionally assigned genes, including genes putatively involved in the colonization of plants.
, and biotin (bioA to bioD and bioF) (11) , several genes of the pst operon, and a two-component signal transduction system involved in phosphate uptake (phoR, phoB, phoD, pstS, pstC, pstA, pstB, phoU, and ppk) (12) . We also identified 60 putative virulence genes, including 45 antibiotic and toxic compound resistance genes and 15 invasion and intracellular resistance genes.
Data availability. The complete genome sequence described here has been deposited in NCBI/GenBank under BioProject number PRJNA529278, BioSample number SAMN11263562, accession number NZ_SPVG00000000, and SRA number SRX6098754.
